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FIGURES: 
 

 
Figure S1. The zoomed-in mass spectra (m/z 500-1000) showing changes of ion signals (A) 
before analysis of a cell, (B) during acquisition of the cell, and (C) after cell analysis using the 
suspended cell platform. 
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Figure S2. MS/MS verification of lipids with 10-40 manufacturer’s unit energy at: (a) m/z 754.5 
(b) m/z 780.5 (c) m/z 782.5 (d) m/z 784.5 (e) m/z 804.5 (f) m/z 808.5 (g) m/z 810.5 (h) m/z 
832.5. Reprinted with permission from Standke et al1. Copyright 2019 American Chemical 
Society. 
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Figure S3. Mass spectra of (A) RPMI cell culture medium, (B) PBS, and (C) an individual K562 
cell. (D) A zoomed-in region (m/z 750-760) of the combined three spectra (manually combined) 
from an individual K562 cell, RPMI media, and PBS showing the differences among them, 
indicating the identified PC species (highlighted) from the cell can be clearly distinguished.  
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Figure S4. Mass spectra obtained from treating individual K562 cells with: (A) gemcitabine (1 
µM, 1 hr) (B) taxol (1 µM, 1 hr) and (C) OSW-1 (100 nM, 4 hr). Reprinted with permission from 
Standke et al1. Copyright 2019 American Chemical Society. 
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