1. Open ImageJ software:
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2. Import magnetic resonance sequence:

Open Folder X

Open all 47 images in "20190820_kt6_20190820_ki6_20190820kt6__E3_P1_2.16.756.5.5.100.713923348.3303.1566307294.18" as a stack?

W Convert o RGB
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3. Enter ,Strg+|* to show info. Find dimensional data,
e.g. slice thickness=0.35mm, width=25.6mm,
height=25.6mm:

Info for 20190820_kt6_20190820 kt6_2019..  — o X
File Edit Font

Info for 20190820 kt6_20190820 kt6 2019..  — u} X

File Edit Font
B B

0010,0030 Patient's Birth Date:
0010,0040 Patient's Sex F
0010,1030 Patient's Weight: 5
0018,0020 Scanning Sequence: RM Height 256 mm (256)

0018,0021 Sequence Variant: NONE Depth: 16.0924 mm (47)

0018,0022 Scan Options, Size: 12MB

0018,0023 MR Acquisition Type: 2D Resolution: 10 pixels per mm

0018,0024 Sequence Name: RARE (pvm) 'Voxel size: 0.1x0.1x0.3424 mm*3

0018,0050 Slice Thickness: 0.35 ID: -567

0018,0080 Repetition Time: 5505 Bits per pixel: 32 (RGB)

0018,0081 Echo Time: 36 Image: 1/47 (MRIm0O1)

0018,0083 Number of Averages: 6 No threshold

0018,0084 Imaging Frequency: 300.3269173 ScaleToFit false

0018,0085 Imaged Nucleus: 1H Uncalibrated

0018,0088 Spacing Between Slices: 0.35 Path: EASAH Method paper\New folderMRI data\quantifAGrade3\!
0018,0089 Number of Phase Encoding Steps: 192 Screen location: 258,315 (1536x864)

0018,0091 Echo Train Length: 8 Coordinate origin: 0,0,0

Title: 20190820_kt6_20190820_kt6_20190820kt6__E3_P1_2.16
Width: 25.6 mm (256)

0018,0094 Percent Phase Field of View. 100 No overlay
0018,0095 Pixel Bandwidth: 183.1054688 | No selection ~|
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4. Set the scale based on the dimensional data or a
scale bar (with which the image comes) by drawing a
line on the known distance. Then go on ,Analyze“—>
~oet scale...“ and enter your specific values.

5. Identify all the images in which SAH can be seen (in
these images T2 hypointense areas marked with *):

6. Method A: Identify the slice with the biggest
bleeding area and measure the craniocaudal length
(=a) as well as the mediolateral length (=b) of the
two orthogonal axes that span the ellipsoid SAH
volume.

Results = [m] X
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[area Mean [Min  |Max  [angle Length [+

1 0230 36572 18.258 89667 46.848 |2 240 |
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[Area [Mean |Min \Max \Angle \Length | =

1 0230 36572 18258 89667 46.848 2240
2 0070 38725 16617 B83.111 -38.660 | 0.637

»

E P 1
The ventrodorsal dimension (=c) of the ellipsoid
shape can be estimated based on the slice

thickness [0.35mm] and the number of slices [6] on
which SAH is seen.

Calculate the volume based on the formula:

V= abc/2.

V= 2.24mm*0.637mm*(0.35mm*6)/2 = 1.498mm?3

6. Method B: Select and alculate the bleeding areas
separately:

Results = [m] X
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Mean [Min [Max [ z
1 32383 7 106
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[Area [Mean  [Min [Max | =
1 0.940 |32.383 7 106
2 0970 |34.278 2 17
3 0.830 |53.000 6 178
4 0680 |48.853 6 178
5 0510 |40.686 4 130
6 0470 |31.574 § 101

Calculate the volume based on the formula:

V - (A1+A2 + "'+Ax) . d
d= slice thickness

V = (0.94mm?+0.97mm?+0.83mm?+0.68mm?3+0.51mm?+0.47mm?)
*0.35mm = 1.54 mm?



