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Materials

Name Company Catalog Number Comments

CATCH-UP GitHub https://github.com/Genome-Function-
Initiative-Oxford/UpStreamPipeline/
tree/main/genetics/CATCH-UP

CentOS Linux Version 7 Any of the operating systems listed
here may be used

macOS Apple Version 13 Ventura Any of the operating systems listed
here may be used

Ubuntu Ubuntu Version 22.04 LTS Any of the operating systems listed
here may be used

Windows Microsoft Version 11 Any of the operating systems listed
here may be used
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